Please amend the specification as follows: 



On page 5, line 3, please antend the paragraph beginning "Figure 2" as foUows: 



— — — — f A r>PT 41 KFO ID NO.: 820, Figure 2a) and 

Figure 2 shows nucleic acid sequence of ADPI-41 (bb^ iv 

,he corresponding amino aetd sequence (SEQ ID NO.: 821, Fignre 2h, where the h^ptto 
peptides identtfted hy mass spectrometry are underlined, and the conserved mottfs arc 
italics; 



On page 5, line 6, please amend the paragraph beginning "Fignre 3" as follows: 

-f-^IThows the nudeic acid sequence (SEQ ID NO, 822, Ftgnre 3a)lnd7he 
corresponding ammo acid sequence (SEQ ID NO, 823, Figure 3b, of the splice variant 
identified for ADPI-41- The protein sequence (Figure 3b, shows in bo,d me ammo acu* _ 
uoi q U e to this clone, the trvptic digest peptides identified by mass spectroscopy are underhned 
and the conserved motifs are in italics; and 



On page 5, fine H, please amend the paragraph begtnnmg -Figure 4" as follows: 



R gure 4 is a (low char, J e^ne^aractenzauo.t of a Feature and '^s^oU 

,c ,™ ID NO -427 SEQ ID NO, 154, SEQ ID NO, 266, SEQ ID 
Feature and Protein Isoform (SEQ ID NO. 42 /,bEO 

HO • 361, SEQ ID NO, 589, SEQ ID NO, 365, SEQ ID NO, 611, SEQ ID NO 708). A 
Feature may be further characterized as or by a Protein Isofotm having a parhcular peptide 
S equc„ce associated w„h its pi and MW. At depicted herein, a Feature may comprise one 
m l Protein , S oform( S ), which have indistinguishable p. and MW. using the Pre erred 
Technology, bn, wh,ch have dist.net peptide sequences. The peptide sequence of the Prolenr 
IS oform car, he utilized ro search databases) for previously identified proteins compnsmg 
suc h peptide sequence. In some instances, „ can be asceriamed whether a commercial 
availabie antibody exists wh,ch may recogmze the previous.y-,de„,if,ed proton, and/or a 
variant thereof . I, shouM be noted that the ADP1 may either correspond to the previous.y- 
identified protein, or be a vanantof te previonsly-identified protem 
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On page 



, 236, line 17, please amend the paragraph beginning "BE298534'" as follows: 



BE298534, AI014241, and AV655958: NILLTNEQLESAR. (SEQ ID NO, 568) 
AA568689, AW796078, AA782417: QAITQVVVSR. (SEQ ID NO, 594) 
BF 1 26487, BG388906, BG577432: VGIPVTDENGNR (SEQ ID NO.: 737) 



On page 



237, line 5, please amend the paragraph beginning "ADPI 41 was" as follows: 



ADPI 41 was cloned (SEQ ID NO,. 822, shown in Figure 2a and SEQ ID NO, 823, shown m 
Figure 2b) using the following primers: 

Sense (Fl) - 5' actgagcgggacctgcgagc 3' (SEQ ID NO, 817) 

Antisense (Rl)- 5' tccgtaactgggagaacccagg 3' (SEQ ID NO, 818) 



On page 237, line U, please amend the paragraph beginning "The DNA » as follows: 



The DNA sequenc- 



es encoding two of the identified peptides are as follows: 



aac att ctg «. a=c aac gaa caa etc gag.agt gcg aga (SEQ ID NO.: 20) 
A sn lie Leu I.eu Thr Asn Glu Gin Leu Glu Ser Ala Arg (SEQ ID NO, 568) 



and 



caa gcc ate acg caa gtt gtc gtg tec agg (SEQ ID NO, 819) 
Gin Ala He Thr Gin Val Val Val Ser Arg (SEQ ID NO, 594) 



On page 



237, line 21, please amend the paragraph beginning "ESTs AV655958 " as follows: 



a 



(ESTs AV655958 and AV655932 respectively) suggest there is a splice variant that lacks 
ammo acids 65-82 when translated. These ESTs are both from a liver library. Using the 
crimen described above, a splice variant was amplified from both brain and liver (SEQ ID No. 
822 shewn in Figure 3a and SEQ ID No. 823 shown in Figure 3b), in addition to the full- 
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